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<210> 1 
<211> 50 
<212> DNA 

<213> synthetic construct 
<400> 1 

atttaggtga cactatagaa tacaacactc caccatagat cactcccctg 



<210> 2 
<211> 19 
<212> DNA 

<213> synthetic construct 
<400> 2 

actcgcaagc accctatca 



<210> 3 

<211> 11 

<212> DNA 

<213> synthetic construct 

<400> 3 
gtcgccccca a 



<210> 4 
<211> 133 
<212> RNA 

<213> synthetic construct 
<400> 4 

gggaaagcuu gcaugccugc aggucgacuc uagaggaucc ccggguaccg agcucgaauu 
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ccuugggggc gacacuccac cauagaucac uccccuguga ggaacuacug ucuucacgca 12 0 
gaaagcgucu age 133 

<210> 5 
<211> 13 
<212> DNA 

<213> synthetic construct 
<400> 5 

etcgeggggg ctg 13 

<210> 6 
<211> 315 
<212> DNA 

<213> Synthetic Construct 
<400> 6 

atttaggtga cactatagaa tacaacactc caccatagat cactcccctg tgaggaacta 60 
ctgtcttcac geagaaageg tetagecatg gcgttagtat gagtgtcgtg cagcctccag 120 
gaccccccct ccegggagag ccatagtggt ctgcggaacc ggtgagtaca ccggaattgc 180 
caggacgacc gggtcctttc ttggatcaac ccgctcaatg cctggagatt tgggcgtgcc 24 0 
cccgcgagac tgetagcega gtagtgttgg gtcgcgaaag gccttgtggt actgectgat 3 00 
agggtgcttg cgagt 315 

<210> 7 
<211> 298 
<212> RNA 

<213> Synthetic Construct 
<400> 7 

gaauacaaca cuccaccaua gaucacuccc cugugaggaa cuacugucuu caegcagaaa 60 
gcgucuagcc auggeguuag uaugaguguc gugcagccuc caggaccccc ccucccggga 120 
gagecauagu ggucugcgga aceggugagu acaceggaau ugccaggacg accggguccu 180 
uucuuggauc aacccgcuca augecuggag auuugggcgu gcccccgcga gacugcuagc 24 0 
cgaguagugu ugggucgega aaggccuugu gguacugecu gauagggugc uugegagu 2 98 
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